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Profile: 

I am a fundamentall\ curious 

person who enjo\s discovering 

interesting answers to complex 

questions. I have extensive 

training in scientific research, 

h\pothesis testing, statistics, and 

data anal\sis. Several \ears as an 

educator have taught me how to 

excel at condensing complex 

information into simple ideas for 

audiences of different 

backgrounds. I am excited to 

appl\ m\ skill set to solving 

intriguing business problems in 

the field of Data Science. 

 

SKILLS  

P\thon, Jup\ter, Scikit-Learn, 
TensorFlow, R (ggplot2), SQL, Spark, 

Hadoop, GitHub, Tableau, C, Visual 
Basic, Excel, GraphPad Prism, 

Command line, Bowtie, DESeq2 

 

 

 

 

 

 

 

 

 

 

E X P E R I E N C E 

 

PRVWdRcWRUaO FeOORZ  _  TXfWV UQiYeUViW\ 
 

         FEB 2017- DEC 2020,  BOSTON, MA 

● Performed A/B testing on 400 molecular interactions to determine best 

ligand fit with CqsR receptor 

● Conducted h\pothesis testing, data anal\sis and data visuali]ation 

● Published 2 first author papers in prominent journals in microbiolog\ 

GUadXaWe ReVeaUch AVViVWaQW _  GeRUgia IQVWiWXWe Rf TechQRORg\ 
 

AUG  2011 - 2016,  ATLANTA, GA 

● Performed RNA-sequencing and differential gene expression anal\sis 

to identif\ factors regulating genetics circuits in human pathogen 

VibUiR chROeUae 

● Discovered novel genetic interactions between quorum sensing and 

natural transformation 

● Published 5 first author papers in prominent journals in microbiolog\ 
 

Head TeachiQg AVViVWaQW  _ GeRUgia IQVWiWXWe Rf TechQRORg\ 
 

JAN  2011- 2016,  ATLANTA, GA 

● Led hands-on training in lab techniques to a class of 40 undergraduates 

for Introductor\ Microbiolog\ Lab 

● Developed novel teaching materials for a class of a300 students in Cell 

and Molecular Biolog\ 
 

E D U C A T I O N

 
BUaiQSWaWiRQ  _  DiSORPa, DaWa ScieQce 

SEP- DEC 2020, TORONTO, ON 
 

GeRUgia IQVWiWXWe Rf TechQRORg\  _   PhD iQ BiRORg\, DRXbOe MiQRU 
MicURbiRORg\ aQd EQWUeSUeQeXUVhiS 
 

AUG  2011 - 2016,  ATLANTA, GA 

Outstanding research award 2016, Graduate Student Excellence Award 

2015, Broadening Experiences outside Scientific Training (BEST) Award 

2014 

UQiYeUViW\ Rf PXQe  _  MaVWeUV iQ BiRiQfRUPaWicV aQd 
BiRWechQRORg\ 
 

2005 - 2010,  PUNE, INDIA 
Bron]e medal in International Geneticall\ Engineered Machines (iGEM è09) 

P R O J  E C T S 

 
 

PUedicWiQg IBD UiVN fURP geQRPic daWa XViQg PachiQe OeaUQiQg  _  
DaWa ScieQWiVW 
 

NOV 2020 å DEC 2020, BrainStation Data Science Capstone project 

● Developed a machine learning pipeline to identif\ genomic risk 

predictors for Inflammator\ bowel disease 

● Achieved industr\ leading accurac\ score of 0.83 /ROC-AUC of 0.91 

TRROV XVed: SciNiW-OeaUQ, QXPS\, SaQdaV, PaWSORWOib, WeQVRUfORZ, jXS\WeU QRWebRRN 

 


